, were isolated from the ethyl acetate extract of the fungus Xylaria sp. cfcc 87468, together with five known steroids, β-sitosterol (3), stigmast-4-en-3-one (4), ergosterol (5), (22E)-cholesta-4,6,8(14),22-tetraen-3-one (6), and 4α-methylergosta-8(14),24(28)-dien-3β-ol (7). The structures of compounds 1 and 2 were elucidated by MS, extensive 1D and 2D NMR spectroscopy, and the circular dichroism (CD) spectroscopy.
Introduction
Endophytes have proved to be an excellent source of new bioactive molecules [1, 2] . The endophytic fungi of the genus Xylaria produce many types of secondary metabolites [3, 4] .
OPEN ACCESS
Isocoumarins are metabolites of limited distribution, which occur in bacteria, fungi and lichen [5] . The most recent article on the genus Xylaria described the isolation of cis-(3R,4R)-5-carbomethoxy-4-hydroxymellein from the fungus Xylaria sp. PSU-G12 [6] , however, the secondary metabolites of the Xylaria sp. cfcc 87468 have not been investigated to date. As part of our ongoing efforts to find new bioactive natural products from the genus Xylaria sp. cfcc 87468, the chemical constituents of the EtOAc extract of Xylaria sp. cfcc 87468 cultures were investigated. This work resulted in the isolation of a new isocoumarin glycoside, a new phenylethanol glycoside, and five known steroids. In this paper, we describe the isolation and structure elucidation of these two new compounds, 3R-(+) Furthermore, the HMBC correlations of H-4 (δ H 2.46, 2.69) with C-3 (δ C 77.8), C-5 (δ C 146.7), C-9 (δ C 130.6), and C-10 (δ C 109.5); H-6 (δ H 6.83) with C-5 (δ C 146.7), C-8 (δ C 158.5), and C-10 (δ C 109.5); H-7 (δ H 7.45) with C-5 (δ C 146.7), C-8 (δ C 158.5), and C-9 (δ C 130.6) in the HMBC spectrum as well as the spin systems in the [7, 8] . In the HMBC spectrum of 1, the key HMBC correlation of H-1' (δ H 5.35) with C-5 (δ C 146.7) implied that the sugar unit was located at C-5 of the dihydroisocoumarin skeleton. In addition, the correlation of H-6' (δ H 4.36, 4.18) to C-1' (δ C 172.6) indicated that the acetyl group (δ C 172.6, 20.7) was located at C-6' of the hexosyl sugar moiety ( Figure 2 ). After hydrolysis of 1 with 4 M aqueous CF 3 COOH the sugar unit was confirmed to be α-D-glucose [9] , as determined by GC analysis of its trimethylsilylated derivative and the coupling constant of its anomeric proton (J = 3.7 Hz) [10] . The linkage of the D-glucose to the dihydroisocoumarin skeleton was unambiguously established by the HMBC experiment that showed cross-peaks between δ H 5.35 (H-1 glc ) and δ C 146.7 (C-5).
Results and Discussion
Compound 1 has a CD spectrum that similar to that of (3R)-5-hydroxymellein with negative extrema at 226 and 255 nm [8] . Thus, compound 1 was identified to be 3R-( The known compounds 3-7 were identified as β-sitosterol (3) [11] , stigmast-4-en-3-one (4) [12] , ergosterol (5) [13] , (22E)-cholesta-4,6,8(14),22-tetraen-3-one (6) [14] and 4α-methylergosta-8 (14) ,24(28)-dien-3β-ol (7) [15] , respectively, by comparison of their spectroscopic data with literature values.
Experimental

General Procedures
Optical rotations were measured on a Perkin-Elmer PE-341LC polarimeter (PerkinElmer, Waltham, MA, USA). UV spectra were recorded on a PerkinElmer Lambda 35 spectrophotometer (PerkinElmer, Waltham, MA, USA). IR spectra were recorded on a Bruker VERTEX 70 spectrometer (Bruker, Ettlingcn, Germany). CD spectrum was detected on Jasco J-810 spectrometer (Jasco, Hachioji, Japan).
1D and 2D NMR spectra were recorded on a Bruker AM-400 NMR spectrometer (Bruker, Ettlingcn, Germany) using CD 3 OD (δ H 3.31/δ C 49.0) signals as standard, and chemical shifts were recorded as values. HRESIMS data were acquired using a Thermo Fisher LC-LTQ-Orbitrap XL spectrometer (Thermo Fisher, Waltham, MA, USA). TLC was carried out using glass-precoated silica gel GF 254 (Qingdao Marine Chemical, Inc., Qingdao, China) and visualized under UV light or by spraying with vanillin (contains H 2 SO 4 ) ethanol reagent. Silica gel (100−200 mesh and 200−300 mesh, Qingdao Marine Chemical Inc.), ODS (50 μm, YMC, Kyoto, Japan), and Sephadex LH-20 (Pharmacia Biotech AB, Uppsala, Sweden) were used for column chromatography. Semi-preparative HPLC was performed on an Agilent 1100 liquid chromatography (Agilent, Santa Clara, CA, USA) with an YMC (10 × 250 mm, 5 μm) column. GC analysis was performed with a GC-14CPTF gas chromatography system (Shimadzu, Shimane, Japan) with an Agilent Innowax capillary column.
Fungal Material and Aphylogenetic Analysis of ITS 1-4 Gene Sequence
The Fungal genomic DNA was extracted by the CTAB method [16] . ITS gene fragments were amplified by general primers ITS1 (5'-TCCGTAGGTGAACCTGCGG-3') and ITS4 (5'-TCCTCCGCTTATTGA TATGC-3'). The PCR conditions used were as follows: initial denaturation at 94 °C for 5 min, followed by 35 cycles of 94 °C for 1 min, 55 °C for 40 s, 72 °C for 1 min, and a final extension at 72 °C for 10 min. PCR reaction mixtures (20 μL) contained 100 ng genomic DNA, 2 μL 10 × PCR reaction buffer, 2 µL 10 μM MgCl 2 , 0.5 μL 10 μM forward and reverse primers, 0.5 μL deoxyribonucleotide triphosphate (2.5 μM each), and 0.3 μL 5 U of Taq DNA polymerase. All the reagents for sequencing were from Hubei Bios Biological Technology Co, Ltd, Wuhan, China. The amplified products were sequenced and aligned with the sequences in GenBank by the BLASTN program. The results showed that the gene sequences of fungus were belonging to the Xylaria sp.
The closest matches in Genbank were obtained from sequences that were declared to be "Xylaria sp". However, the highest homology with a properly identified species was that of Nemania diffusa. The corresponding sequence showed 98% homology in BLAST [17] . Therefore, the identity of this fungus with a member of the genus Xylaria is not absolutely certain. As outlined by Stadler et al. [18] , much work remains to be done until the endopyhtic Xylariaceae can be identified on the basis of ITS DNA sequences. The gene sequence of Xylaria sp. cfcc 87468 has been deposited in GenBank, with GenBank accession number KJ 139985.
Fermentation and Isolation
The fungus Xylaria sp. cfcc 87468 maintained in potato dextrose agar (PDA) was directly inoculated on plates of nutrient agar media kept at 28 °C for 9 days. Fermentation was carried out in 30 Erlenmeyer flasks (500 mL), each containing 100 g of rice and 0.3% peptone. Distilled H 2 O (100 mL) was added to each flask, and the rice was soaked overnight before autoclaving at 121 °C under 15 psi for 30 min. After cooling to room temperature, each flask was inoculated with the fresh mycelium and incubated at 28 °C for 35 days. The fermented solid rice medium (3.0 kg) was soaked with ethyl acetate (6 L × 3, 2 days for each time) at room temperature. The solvent was evaporated in vacuo to afford a residue (32.0 g).
The crude residue (32.0 g) was subjected to silica gel (200−300 mesh) column chromatography, with a step gradient elution with petroleum ether-ethyl acetate (40:1→10:1→5:1→2:1→1:1→0:1) to yield four fractions (A-D). Fraction C (12.9 g) was chromatographed on an ODS column eluted with MeOH-H 2 O (70:30→0:100) to provide four subfractions (C a -C d ). Subfraction C c was further separated over Sephadex LH-20 eluting with CHCl 3 -MeOH (1:1) to give three subfractions (C ca -C cc ). Subfraction C ca was further purified by semi-preparative HPLC eluted with MeOH-H 2 O (100:0, flow rate: 2 mL/min) to give compounds 3 (5.8 mg, t R 28 min) and 4 (6.0 mg, t R 37 min), as well as compound 5 (2.7 mg, t R 25 min) from subfraction C cb . Fraction D (2.7 g) was subjected to ODS column chromatography eluted with MeOH-H 2 O (50:50→0:1) to provide three subfractions (D a -D c ). The subfraction D a was further purified by semi-preparative HPLC eluted with MeOH-H 2 O (45:55, flow rate: 2 mL/min) to afford compounds 1 (9.2 mg, t R 24 min) and 2 (38.0 mg, t R 20 min). Fraction D c was separated over Sephadex LH-20 eluting with CHCl 3 -MeOH (1:1), then subjected to semi-preparative HPLC eluted with MeOH-H 2 O (100:0, flow rate: 2 mL/min) to give compounds 6 (7.4 mg, t R 45 min) and 7 (27.0 mg, t R 39 min).
Hydrolysis and Determination of the Absolute Configuration of the Sugar Moiety
A solution of 1 (1.5 mg) in 4 M aqueous CF 3 COOH (2.0 mL) was heated at 100 °C for 3 h in a water bath. The reaction mixture was diluted in H 2 O (4.0 mL) and extracted with EtOAc (4.0 mL × 3), then the aqueous layer was concentrated to remove CF 3 COOH. The residue was dissolved in pyridine (1.0 mL), to which L-cysteine methyl ester hydrochloride (1.5 mg) in pyridine (1.0 mL) was added. Then, the mixture was kept at 60 °C for 2 h. The reaction mixture was concentrated to dryness and then trimethylsilylimidazole (0.2 mL) was added to the residue, followed by stirring at 60 °C for 1 h in a water bath. Finally, the mixture was partitioned between hexane and H 2 O (0.3/4.0 mL) and the hexane extract was analyzed by gas-chromatography (GC) under the following conditions: GC-14CPTF gas chromatography system; Agilent Innowax capillary column (30 m × 0.53 mm × 1.0 μm); column temperature, 205 °C; injection temp, 250 °C; detector FID, detector temp, 250 °C; carrier N 2 gas; flow rate 2.5 mL/min; hydrogen flow, 25 mL/min; air flow, 250 mL/min; make up gas flow, 20 mL/min; injection volume, 2 μL. In compound 1, D-glucose was confirmed by comparison of the retention times of the derivative with those of D-glucose and L-glucose derivatives prepared in a similar way, which showed retention times of 3.090 min and 3.632 min, respectively. As described above, the sugar in compound 2 was determined to be L-rhamnose with a retention time of 2.607 min. 
Spectroscopic Data
3R-(+)-5-O-[6'-O-Acetyl]-α-D-glucopyranosyl-5-hydroxymellein (1)
.
